Pyridine-3,5-dicarboxylic acid (py-3,5-dc) is an interesting ligand because it can act in a multidentate fashion and also can participate in hydrogen bonding interactions with its N and O acceptors. Some polymeric complexes of this ligand with 3d metals (Dang et al., 2010; Lv et al., 2010; Du et al., 2009) and with mixed 3d-4f metals (Yao et al., 2010; Wu et al., 2008) have been published. A related strontium complex with a chain-structure has been reported by Aghabozorg et al. (2008). Here we report the layered structure of another polymeric strontium complex, [Sr(C 7 H 3 NO 4 )(H 2 O) 2 ] n , (I).
In the structure of the title compound, [Sr(C 7 H 3 NO 4 )-(H 2 O) 2 ] n , the Sr II cation is eight-coordinated in form of a distorted dodecahedron by two water O atoms and by five O atoms and one N atom from five pyridine-3,5-dicarboxylate anions. The bridging mode of the anions leads to the formation of a layered network parallel to (100). O-HÁ Á ÁO hydrogen bonding between the coordinating water molecules and the carboxylate groups of adjacent layers consolidates the crystal packing. Weak C-HÁ Á ÁO interactions are also observed. 
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Experimental
Crystal data [Sr(C 7 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 2; Ày; Àz; (ii) x; y; z þ 1; (iii) Àx þ 2; Ày þ 1; Àz; (iv) Àx þ 2; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2005); cell refinement: SAINT (Bruker, 2005); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: XP in SHELXTL (Sheldrick, 2008) and DIAMOND (Brandenburg, 2012); software used to prepare material for publication: SHELXTL.
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The coordination number of the cation is eight, with bonds to seven O and one N atoms from five py-3,5-dc anions (Fig.   1 ). The corresponding geometry is distorted dodecahedral (Fig. 2) . The Sr-O distances are in the range of 2.5287 (13)-2.7232 (12) Å, and the Sr-N bond is the longest of the coordination polyhedron with a length of 2.8064 (14) Å. The carboxylate O1 atom links two cations to form a rhombic binuclear Sr 2 O 2 unit. These units are further connected by carboxylate groups and N atoms of symmetry-related ligands to form a two-dimensional network parallel to (100). Atoms O2, O3 and O4 from these ligands are acceptor atoms for hydrogen bonding with coordinating water molecules of adjacent ligands as donor atoms, leading to a three-dimensional set-up of the structure (Table 1 and Fig. 3 ). Weak C-H···O interactions are also observed.
A mixture of 3,5-H 2 pdc (0.0330 g, 0.2 mmol), SrCl 2 . 6H 2 O (0.0539 g, 0.2 mmol), imidazole (0.0320 g, 0.47 mmol), C 2 H 5 OH / H 2 O = 1: 2 (3 ml) was placed in a Pyrex-tube (8 ml). The tube was heated for 4 days at 393 K under autogenous pressure. Colourless rod-shaped crystals were obtained. Anal. Calc. for C 7 H 7 NO 6 Sr: C, 29.12; N, 4.85; H, 2.44. Found: C, 28.65; N, 4.60 
Refinement
All hydrogen atoms were located in difference Fourier maps. The water H-atoms were restrained to bond lengths of O-H = 0.85-0.86 Å and with a common U iso parameter of 0.028 Å 2 for the H atoms. The C-bound H-atoms were included in calculated positions and treated as riding atoms with C-H = 0.95 Å and U iso (H) = 1.2 U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (5) C7 0.0158 (7) 0.0163 (7) 0.0110 (7) −0.0058 (5) −0.0040 (5) −0.0006 (5) C4 0.0177 (7) 0.0141 (7) 0.0120 (7) −0.0048 (5) −0.0052 (5) −0.0009 (5) C3 0.0202 (7) 0.0128 (7) 0.0131 (7) −0.0065 (5) −0.0056 (5) 0.0013 (5) C2 0.0195 (7) 0.0147 (7) 0.0117 (7) −0.0077 (5) −0.0044 (5) −0.0016 (5) C5 0.0268 (8) 0.0127 (7) 0.0161 (7) −0.0060 (6) −0.0084 (6) −0.0004 (6) C6 0.0201 (7) 0.0156 (7) 0.0125 (7 
Computing details
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
